UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion enqoplasmlc golgi plasma extl"acellular

ID name sites sites reticulum apparatus membrane region

Q8R5C5 IACTY_MOUSE [Mus Beta- 24.474581 NaN NaN 33300544 MESYDIIANQPVVIDNGSGVIKAGFA |False False 3.172 |1.434 |0.867 0.545 1.031 0.996 0.848
musculus |centractin GDQIPKYCFPNYVGRPKHMRVMAG

IALEGDLFIGPKAEEHRGLLTIRYPME
HGVVRDWNDMERIWQYVYSKDQLQ
TFSEEHPVLLTEAPLNPSKNREKAA
EVFFETFNVPALFISMQAVLSLYATG
RTTGVVLDSGDGVTHAVPIYEGFAM
PHSIMRVDIAGRDVSRYLRLLLRKEG
IADFHTSAEFEVVRTIKERACYLSINP
QKDEALETEKVQYTLPDGSTLDVGP
IARFRAPELLFQPDLVGDESEGLHEV
LAFAIHKSDMDLRRTLFSNIVLSGGS
TLFKGFGDRLLSEVKKLAPKDVKIKI
SAPQERLYSTWIGGSILASLDTFKKM
WVSKKEYEEDGSRAIHRKTF




