g;l iprotKB Entry name lorganism full oglcnacscore o.glcnac p_h osphorylation PMIDS sequence intracellular extracellular|cytosol jnucleus mitochndrion enc_loplasmlc golgi ¥ extr.acellular
name sites sites reticulum |apparatus membrane region
Q8R5H6 'WASF1_MOUSE Mus |Actin- [26.143873 NaN 5489 33300544;35822049 MPLVKRNIDPRHLCHTALPRGIKNE [None None None |None None None None None None
musculus |binding LECVTNISLANIIRQLSSLSKYAEDIF
protein GELFNEAHSFSFRVNSLQERVDRLS
WASF1

VSVTQLDPKEEELSLQDITMRKAFR
SSTIQDQQLFDRKTLPIPLQETYDVC
EQPPPLNILTPYRDDGKEGLKFYTNP
SYFFDLWKEKMLQDTEDKRKEKRK
QKQKNLDRPHEPEKVPRAPHDRRR
EWQKLAQGPELAEDDADLLHKHIEV
ANGPASHYETRPQTYVDHMDGSYSL
SALPFSQMSELLTRAEERVLVRPHE
PPPPPPMHGAGDAKPTPTCISSATGL
IENRPQSPAAGRTPVFVSPTPPPPPP
PLPSALSTSSLRASMTSTPPPPVPPP
PPPPATALQAPAVPPPPAPLQIAPGVL
HPAPPPIAPPLVQPSPPVARAAPVCE
TVPVHPLPQGEVQGLPPPPPPPPLPP
PGIRPSSPVAVAALAHPPSGLHPAPS
TAPGPHAPLMPPSPPSQVLPASEPKR
HPSTLPVISDARSVLLEAIRKGIQLRK
VEEQREQEAKHERIENDVATILSRRI
AVEYSDSEDDSEFDEVDWLE




