
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8SQH5 ADT2_BOVIN Bos
taurus

ADP/ATP
translocase
2

39.03173 NaN S7 41018975 MTDAAVSFAKDFLAGGVAAAISKTA
VAPIERVKLLLQVQHASKQITADKQY
KGIIDCVVRIPKEQGVLSFWRGNLAN
VIRYFPTQALNFAFKDKYKQIFLGGV
DKRTQFWRYFAGNLASGGAAGATSL
CFVYPLDFARTRLAADVGKAGAERE
FRGLGDCLVKIYKSDGIRGLYQGFNV
SVQGIIIYRAAYFGIYDTAKGMLPDPK
NTHIFISWMIAQSVTAVAGLTSYPFD
TVRRRMMMQSGRKGTDIMYTGTLD
CWRKIARDEGAKAFFKGAWSNVLR
GMGGAFVLVLYDEIKKFT

NaN NaN NaN NaN NaN NaN NaN NaN None


