UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular [cytosol [nucleus mitochndrion em'.loplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus | membrane [region
Q8TB68 PRR7_HUMAN Homo Proline-|18.379595 NaN S64 30379171 MVMSQGTYTFLTCFAGFWLIWGLIV (True True 4.425 [4.513 |0.672 0.553 1.462 4.468 3.109
sapiens  [rich LLCCFCSFLRRRLKRRQEERLREQN
protein LRALELEPLELEGSLAGSPPGLAPPQ

7

PPPHRSRLEAPAHAHSHPHVHVHPL
LHHGPAQPHAHAHPHPHHHALPHP
PPTHLSVPPRPWSYPRQAESDMSKP
PCYEEAVLMAEPPPPYSEVLTDTRGL
'YRKIVTPFLSRRDSAEKQEQPPPSYK
PLFLDRGYTSALHLPSAPRPAPPCPA
LCLQADRGRRVFPSWTDSELSSREP

LEHGAWRLPVSIPLFGRTTAV




