
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnac	sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q8TB72 PUM2_HUMAN Homo
sapiens

Pumilio
homolog
2

20.985303 S85;S589;S644
(Q8TB72-
4);S664

S67;S82;S102;S136;S178;S182;T18
4;T396;S587;S592;S684;S700

33214551;30379171;31492838;221
21020;38665916;35289036;409144
22;35254053;30059200;34019948;2
8510447

MNHDFQALALESRGMGELLPTKKF
WEPDDSTKDGQKGIFLGDDEWRET
AWGASHHSMSQPIMVQRRSGQGFH
GNSEVNAILSPRSESGGLGVSMVEY
VLSSSPADKLDSRFRKGNFGTRDAE
TDGPEKGDQKGKASPFEEDQNRDL
KQGDDDDSKINGRGLPNGMDADCK
DFNRTPGSRQASPTEVVERLGPNTN
PSEGLGPLPNPTANKPLVEEFSNPE
TQNLDAMEQVGLESLQFDYPGNQV
PMDSSGATVGLFDYNSQQQLFQRT
NALTVQQLTAAQQQQYALAAAQQPH
IAGVFSAGLAPAAFVPNPYIISAAPPG
TDPYTAAGLAAAATLAGPAVVPPQYY
GVPWGVYPANLFQQQAAAAANNTA
SQQAASQAQPGQQQVLRAGAGQRP
LTPNQGQQGQQAESLAAAAAANPTL
AFGQGLATGMPGYQVLAPTAYYDQT
GALVVGPGARTGLGAPVRLMAPTPV
LISSAAAQAAAAAAAGGTASSLTGST
NGLFRPIGTQPPQQQQQQPSTNLQS
NSFYGSSSLTNSSQSSSLFSHGPGQ
PGSTSLGFGSGNSLGAAIGSALSGFG
SSVGSSASSSATRRESLSTSSDLYKR
SSSSLAPIGQPFYNSLGFSSSPSPIG
MPLPSQTPGHSLTPPPSLSSHGSSSS
LHLGGLTNGSGRYISAAPGAEAKYRS
ASSTSSLFSSSSQLFPPSRLRYNRSD
IMPSGRSRLLEDFRNNRFPNLQLRD
LIGHIVEFSQDQHGSRFIQQKLERAT
PAERQMVFNEILQAAYQLMTDVFG
NYVIQKFFEFGSLDQKLALATRIRGH
VLPLALQMYGCRVIQKALESISSDQQ
VISEMVKELDGHVLKCVKDQNGNH
VVQKCIECVQPQSLQFIIDAFKGQVF
VLSTHPYGCRVIQRILEHCTAEQTLPI
LEELHQHTEQLVQDQYGNYVIQHVL
EHGRPEDKSKIVSEIRGKVLALSQHK
FASNVVEKCVTHASRAERALLIDEVC
CQNDGPHSALYTMMKDQYANYVVQ
KMIDMAEPAQRKIIMHKIRPHITTLR
KYTYGKHILAKLEKYYLKNSPDLGPI
GGPPNGML

True False 4.706 4.709 1.73 1.382 0.722


