UniprotKB Entry name organism full loglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular|cytosol jnucleus mitochndrion en(.ioplasmlc golgi plasma extl:acellular
ID name sites sites reticulum |apparatus membrane region
Q8TBAG GOGA5_HUMAN [Homo Golgin ~ [26.565623 S152 S116 39302247 MSWFVDLAGKAEDLLNRVDQGAAT |[False True 2.125 |2.727  |1.437 2.079 5.0 1.687 1.137
sapiens subfamily IALSRKDNASNIYSKNTDYTELHQQN
A TDLIYQTGPKSTYISSAADNIRNQKA
member TILAGTANVKVGSRTPVEASHPVENA
5 SVPRPSSHFVRRKKSEPDDELLFDF

LNSSQKEPTGRVEIRKEKGKTPVFQS
SQTSSVSSVNPSVTTIKTIEENSFGS
QTHEAASNSDSSHEGQEESSKENV
SSNAACPDHTPTPNDDGKSHELSNL
RLENQLLRNEVQSLNQEMASLLQR
SKETQEELNKARARVEKWNADHSK
SDRMTRGLRAQVDDLTEAVAAKDS
QLAVLKVRLQEADQLLSTRTEALEAL
QSEKSRIMQDQSEGNSLQNQALQT
FQERLHEADATLKREQESYKQMQS
EFAARLNKVEMERQNLAEAITLAER
KYSDEKKRVDELQQQVKLYKLNLES
SKQELIDYKQKATRILQSKEKLINSL
KEGSGFEGLDSSTASSMELEELRHE
KEMQREEIQKLMGQIHQLRSELQD
MEAQQVNEAESAREQLQDLHDQIA
GQKASKQELETELERLKQEFHYIEE
DLYRTKNTLQSRIKDRDEEIQKLRN
QLTNKTLSNSSQSELENRLHQLTET
LIQKQTMLESLSTEKNSLVFQLERLE
QQMNSASGSSSNGSSINMSGIDNG
EGTRLRNVPVLFNDTETNLAGMYGK
VRKAASSIDQFSIRLGIFLRRYPIARV
FVIIYMALLHLWVMIVLLTYTPEMH
HDQPYGK




