RKDTWTKVDIPSPPPRRCAHQAVVV
PQGGGQLWVFGGEFASPNGEQFYH
YKDLWVLHLATKTWEQVKSTGGPS
GRSGHRMVAWKRQLILFGGFHEST
RDYIYYNDVYAFNLDTFTWSKLSPSG
TGPTPRSGCQMSVTPQGGIVVYGGY
SKQRVKKDVDKGTRHSDMFLLKPE
DGREDKWVWTRMNPSGVKPTPRSG
FSVAMAPNHQTLFFGGVCDEEEEES
LSGEFFNDLYFYDATRNRWFEGQLK
GPKSEKKKRRRGRKEEPEGGSRPAC
GGAGTQGPVQLVKEVVAEDGTVVTI
KQVLTAPGSAGQPRSEDEDSLEEAG
SPAPGPCPRSNAMLAVKHGVLYVYG
GMFEAGDRQVTLSDLHCLDLHRME
IAWKALVEMDPETQEWLEETDSEED
SEEVEGAEGGVDDEDSGEESGAED

i h h 1 3 . .
UniprotKB Entry name organism |full name |oglcnacscore oglcnac . ylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8TBB5 KLDC4 _HUMAN Homo Kelch 15.825563 NaN S413;S418 30379171;28510447 MGKKGKKEKKGRGAEKTAAKMEKK [None None None |None None None None None None

sapiens domain- IVSKRSRKEEEDLEALIAHFQTLDAKR
containing TQTVELPCPPPSPRLNASLSVHPEKD
protein 4 ELILFGGEYFNGQKTFLYNELYVYNT




