}Jl;l iprotKB Entry name |organism full oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma extr-‘a(
name sites sites reticulum |apparatus membrane regio:
Q8TBC4 UBA3_HUMAN [Homo NEDD8- (31.048932 NaN NaN 34229054;34725712;40914422;285 [MADGEEPEKKRRRIEELLAEKMAVD [True False 4.472 |4.841 [1.702 1.491 0.675 1.389 1.042

sapiens |activating 10447 GGCGDTGDWEGRWNHVKKFLERS

enzyme GPFTHPDFEPSTESLQFLLDTCKVLV

E1 IGAGGLGCELLKNLALSGFRQIHVID

catalytic MDTIDVSNLNRQFLFRPKDIGRPKA

subunit EVAAEFLNDRVPNCNVVPHFNKIQD

FNDTFYRQFHIIVCGLDSIIARRWIN
GMLISLLNYEDGVLDPSSIVPLIDGG
TEGFKGNARVILPGMTACIECTLELY
PPQVNFPMCTIASMPRLPEHCIEYV
RMLQWPKEQPFGEGVPLDGDDPEH
IQWIFQKSLERASQYNIRGVTYRLTQ
GVVKRIIPAVASTNAVIAAVCATEVFK
[ATSAYIPLNNYLVFNDVDGLYTYTF
EAERKENCPACSQLPQNIQFSPSAK
LQEVLDYLTNSASLQMKSPAITATLE
GKNRTLYLQSVTSIEERTRPNLSKTL
KELGLVDGQELAVADVTTPQTVLFK

LHFTS




