UniprotkB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl"acellular
ID name sites sites reticulum apparatus membrane [region
Q8TD08 MK15_HUMAN |Homo Mitogen- [19.129548 NaN T175;T177 34019948 MCTVVDPRIVRRYLLRRQLGQGAYGI [True True 1.84 5.0 2.617 1.47 5.0 1.61 5.0
sapiens |activated IVWKAVDRRTGEVVAIKKIFDAFRDK
protein TDAQRTFREITLLQEFGDHPNIISLL
kinase DVIRAENDRDIYLVFEFMDTDLNAVI
15 RKGGLLQDVHVRSIFYQLLRATRFL

HSGHVVHRDQKPSNVLLDANCTVK
LCDFGLARSLGDLPEGPEDQAVTEY
IVATRWYRAPEVLLSSHRYTLGVDM
WSLGCILGEMLRGRPLFPGTSTLHQ
LELILETIPPPSEEDLLALGSGCRASV
LHQLGSRPRQTLDALLPPDTSPEAL
DLLRRLLVFAPDKRLSATQALQHPY
IVQRFHCPSDEWAREADVRPRAHEG
IVQLSVPEYRSRVYQMILECGGSSGT
SREKGPEGVSPSQAHLHKPRADPQL
PSRTPVQGPRPRPQSSPGHDPAEHE
SPRAAKNVPRQNSAPLLQTALLGNG
ERPPGAKEAPPLTLSLVKPSGRGAAP
SLTSQAAAQVANQALIRGDWNRGG
GVRVASVQQVPPRLPPEARPGRRMF
STSALQGAQGGARALLGGYSQAYGT
IVCHSALGHLPLLEGHHV




