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UniprotKB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular (cytosol nucleus|mitochndrion P ic|golgi plasma extl:acellular
ID sites sites reticulum |apparatus membrane region
Q8TD46 MO2R1_HUMAN [Homo Cell surface (32.819946 NaN NaN 40914422;38253038  MLCPWRTANLGLLLILTIFLVAEAEG |False True 1.903 [2.184 [1.921 1.99 0.864 5.0 5.0
sapiens |glycoprotein IAAQPNNSLMLQTSKENHALASSSLC
CD200 MDEKQITQNYSKVLAEVNTSWPVK
receptor 1 MATNAVLCCPPIALRNLIIITWEIILR

GQPSCTKAYKKETNETKETNCTDER
ITWVSRPDQNSDLQIRTVAITHDGYY
RCIMVTPDGNFHRGYHLQVLVTPEV
TLFQNRNRTAVCKAVAGKPAAHISW
IPEGDCATKQEYWSNGTVTVKSTCH
\WEVHNVSTVTCHVSHLTGNKSLYIE
LLPVPGAKKSAKLYIPYIILTIIILTIVG
FIWLLKVNGCRKYKLNKTESTPVVE
EDEMQPYASYTEKNNPLYDTTNKVK
IASEALQSEVDTDLHTL




