UniprotKB Entry name organism full name |oglcnacscore og.]lcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus  membrane region
Q8TDH9 BL1S5 HUMAN Homo Biogenesis [26.799713 NaN NaN 23301498;29485866 MSGGGTETPVGCEAAPGGGSKKRD |True False 5.0 2.936 1.17 0.774 0.856 0.921 2.537
sapiens |of SLGTAGSAHLIIKDLGEIHSRLLDHR

lysosome- PVIQGETRYFVKEFEEKRGLREMRV

related LENLKNMIHETNEHTLPKCRDTMR

organelles DSLSQVLQRLQAANDSVCRLQQREQ

complex 1 ERKKIHSDHLVASEKQHMLQWDNF

subunit 5

MKEQPNKRAEVDEEHRKAMERLKE
QYAEMEKDLAKFSTF




