UniprotkB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi \plasnia extr_acellular
ID sites sites reticulum pparatus ane region
Q8TDR2 STK35_HUMAN Homo Serine/threonine-|30.049396 T452 NaN 40596516;30620550 MGHQESPLARAPAGGAAYVKRLCK [True False 1.031 |5.0 0.641 False False 0.281 0.188

sapiens

protein kinase 35

GLSWREHVESHGSLGAQASPASAAA
IAEGSATRRARAATSRAARSRRQPGP
GADHPQAGAPGGKRAARKWRCAGQ
IVTIQGPAPPRPRAGRRDEAGGARAA
PLLLPPPPAAMETGKDGARRGTQSP
ERKRRSPVPRAPSTKLRPAAAARAM
DPVAAEAPGEAFLARRRPEGGGGSA
RPRYSLLAEIGRGSYGVVYEAVAGRS
GARVAVKKIRCDAPENVELALAEFW
IALTSLKRRHQNVVQFEECVLQRNGL
IAQRMSHGNKSSQLYLRLVETSLKGE
RILGYAEEPCYLWFVMEFCEGGDLN
QYVLSRRPDPATNKSFMLQLTSAIAF
LHKNHIVHRDLKPDNILITERSGTPI
LKVADFGLSKVCAGLAPRGKEGNQD
NKNVNVNKYWLSSACGSDFYMAPE
IVWEGHYTAKADIFALGIIIWAMIERIT
FIDSETKKELLGTYIKQGTEIVPVGEA
LLENPKMELHIPQKRRTSMSEGIKQ
LLKDMLAANPQDRPDAFELETRMD
QVTCAA




