UniprotkB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |[sequence intracellular|extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi [plasma extr.acellular
1D sites sites reticulum apparatus  membrane region
Q8TEA1 NSUN6_HUMAN |Homo tRNA 28.275761 NaN NaN 39894887 MSIFPKISLRPEVENYLKEGFMNKETI [True False 4.416 |1.752 1.844 0.716 2.486 0.61 0.968
sapiens  |(cytosine(72)- VTALGKQEAERKFETLLKHLSHPPS
C(5))- FTTVRVNTHLASVQHVKNLLLDELQ
methyltransferase KQFNGLSVPILQHPDLQDVLLIPVIG
NSUN6 PRKNIKKQQCEAIVGAQCGNAVLRG

AHVYAPGIVSASQFMKAGDVISVYSD
IKGKCKKGAKEFDGTKVFLGNGISEL
SRKEIFSGLPELKGMGIRMTEPVYLS
PSFDSVLPRYLFLQNLPSALVSHVLN
PQPGEKILDLCAAPGGKTTHIAALM
HDQGEVIALDKIFNKVEKIKQNALLL
GLNSIRAFCFDGTKAVKLDMVEDTE
GEPPFLPESFDRILLDAPCSGMGQR
PNMACTWSVKEVASYQPLQRKLFTA
AVQLLKPEGVLVYSTCTITLAENEEQ
VAWALTKFPCLQLQPQEPQIGGEGM
RGAGLSCEQLKQLQRFDPSAVPLPD
TDMDSLREARREDMLRLANKDSIGF
FIAKFVKCKST




