
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8TEA7 TBCK_HUMAN Homo
sapiens

TBC
domain-
containing
protein
kinase-
like
protein

24.880841 NaN NaN 39894887;30379171 MFPLKDAEMGAFTFFASALPHDVC
GSNGLPLTPNSIKILGRFQILKTITHP
RLCQYVDISRGKHERLVVVAEHCER
SLEDLLRERKPVSCSTVLCIAFEVLQ
GLQYMNKHGIVHRALSPHNILLDRK
GHIKLAKFGLYHMTAHGDDVDFPIG
YPSYLAPEVIAQGIFKTTDHMPSKKP
LPSGPKSDVWSLGIILFELCVGRKLF
QSLDISERLKFLLTLDCVDDTLIVLAE
EHGCLDIIKELPETVIDLLNKCLTFH
PSKRPTPDQLMKDKVFSEVSPLYTPF
TKPASLFSSSLRCADLTLPEDISQLC
KDINNDYLAERSIEEVYYLWCLAGG
DLEKELVNKEIIRSKPPICTLPNFLFE
DGESFGQGRDRSSLLDDTTVTLSLC
QLRNRLKDVGGEAFYPLLEDDQSNL
PHSNSNNELSAAATLPLIIREKDTEY
QLNRIILFDRLLKAYPYKKNQIWKEA
RVDIPPLMRGLTWAALLGVEGAIHA
KYDAIDKDTPIPTDRQIEVDIPRCHQY
DELLSSPEGHAKFRRVLKAWVVSHP
DLVYWQGLDSLCAPFLYLNFNNEAL
AYACMSAFIPKYLYNFFLKDNSHVIQ
EYLTVFSQMIAFHDPELSNHLNEIG
FIPDLYAIPWFLTMFTHVFPLHKIFH
LWDTLLLGNSSFPFCIGVAILQQLRD
RLLANGFNECILLFSDLPEIDIERCV
RESINLFCWTPKSATYRQHAQPPKP
SSDSSGGRSSAPYFSAECPDPPKTDL
SRESIPLNDLKSEVSPRISAEDLIDLC
ELTVTGHFKTPSKKTKSSKPKLLVVD
IRNSEDFIRGHISGSINIPFSAAFTAE
GELTQGPYTAMLQNFKGKVIVIVGH
VAKHTAEFAAHLVKMKYPRICILDG
GINKIKPTGLLTIPSPQI

False False 2.141 2.029 0.672 0.516 False 1.65 0.281


