UniprotKB Entry name organism full oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular jextracellular [cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q8TEC5 SH3R2_HUMAN Homo E3 26.75988 NaN S649 29485866 MDDLTLLDLLECPVCFEKLDVTAKV |None None None |None None None None None None
sapiens ubiquitin- LPCQHTFCKPCLQRVFKAHKELRCP
protein ECRTPVFSNIEALPANLLLVRLLDGV
ligase RSGQSSGRGGSFRRPGTMTLQDGR
SH3RF2

KSRTNPRRLQASPFRLVPNVRIHMD
GVPRAKALCNYRGQNPGDLRFNKG
DIILLRRQLDENWYQGEINGISGNFP
IASSVEVIKQLPQPPPLCRALYNFDLR
GKDKSENQDCLTFLKDDIITVISRVD
ENWAEGKLGDKVGIFPILFVEPNLTA
RHLLEKNKGRQSSRTKNLSLVSSSS
RGNTSTLRRGPGSRRKVPGQFSITTA
LNTLNRMVHSPSGRHMVEISTPVLI
SSSNPSVITQPMEKADVPSSCVGQV
STYHPAPVSPGHSTAVVSLPGSQQH
LSANMFVALHSYSAHGPDELDLQK
GEGVRVLGKCQDGWLRGVSLVTGR
'VGIFPNNYVIPIFRKTSSFPDSRSPGL
YTTWTLSTSSVSSQGSISEGDPRQSR
PFKSVFVPTAIVNPVRSTAGPGTLGQ
GSLRKGRSSMRKNGSLQRPLQSGIP
TLVVGSLRRSPTMVLRPQQFQFYQP
QGIPSSPSAVVVEMGSKPALTGEPAL
TCISRGSEAWIHSAASSLIMEDKEIPI
KSEPLPKPPASAPPSILVKPENSRNGI
EKQVKTVRFQNYSPPPTKHYTSHPT
SGKPEQPATLKASQPEAASLGPEMT
VLFAHRSGCHSGQQTDLRRKSALGK
ATTLVSTASGTQTVFPSK




