}Jl;l iprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi I extt:acellu
sites sites reticulum |apparatus| membrane region
Q8TED1 GPX8_HUMAN [Homo Probable [21.312079 T133 NaN 35289036;38665916;40596516 MEPLAAYPLKCSGPRAKVFAVLLSIV |False False 1.847 |False 0.094 4.244 0.094 False 2.25
sapiens |glutathione LCTVTLFLLQLKFLKPKINSFYAFEV
peroxidase KDAKGRTVSLEKYKGKVSLVVNVAS
8 DCQLTDRNYLGLKELHKEFGPSHFS

IVLAFPCNQFGESEPRPSKEVESFAR
KNYGVTFPIFHKIKILGSEGEPAFRFL
IVDSSKKEPRWNFWKYLVNPEGQVV
KFWKPEEPIEVIRPDIAALVRQVIIKK
KEDL




