}J];l iprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion enc‘loplasmlc golgi plasma extr"acellular
name sites sites reticulum apparatus membrane region
Q8TE]3 SH3R3 _HUMAN Homo E3 22.903221 S700;S701 (S400;S797 38253038 MLLGASWLCASKAAAAAAQSEGDE |None None None |None None None None None None
sapiens  [ubiquitin- DRPGERRRRRAAATAAGAGEDMDE
protein SSLLDLLECSVCLERLDTTAKVLPCQ
ligase HTFCRRCLESIVCSRHELRCPECRIL
SH3RF3 VGCGVDELPANILLVRLLDGIRQRPR

AGTSPGGSPPARPIPGQSAAPTLAGG
GGGAAGSTPGSPVFLSAAAGSTAGS
LRELATSRTAPAAKNPCLLPYGKALY
SYEGKEPGDLKFNKGDIIVLRRKVDE
QWYHGELHGTQGFLPASYIQCIQPL
PHAPPQGKALYDFEMKDKDQDKDC
LTFTKDEILTVLRRVDENWAEGMLG
DKIGIFPLLYVELNDSAKQLIEMDKP
CPAAASSCNASLPSDSGAVASVAPSP
TLSSSGAVSAFQRRVDGKKNTKKRH
SFTALSVTHRSSQAASHRHSMEISA
PVLISSSDPRAAARIGDLAHLSCAAP
TQDVSSSAGSTPTAVPRAASVSGEQ
GTPPKVQLPLNVYLALYAYKPQKSDE
LELHKGEMYRVLEKCQDGWFKGAS
LRTGVSGVFPGNYVTPVSRVPAGGA
GPPRNNVVGGSPLAKGITTTMHPGS
GSLSSLATATRPALPITTPQAHAQHP
TASPPTGSCLRHSAQPTASQARSTIS
TAAHSAAQAQDRPTATVSPLRTQNS
PSRLPATSLRPHSVVSPQHSHQPPV
QMCPRPAIPLTSAASAITPPNVSAAN
LNGEAGGGPIGVLSTSSPTNTGCKL
DEKKSEKKEKKSGLLKLLAGASTKK
KSRSPPSVSPTHDPQVAVDALLQGA
'VGPEVSSLSIHGRAGSCPIESEMQGA
MGMEPLHRKAGSLDLNFTSPSRQA
PLSMAAIRPEPKLLPRERYRVVVSYP
PQSEAEIELKEGDIVFVHKKREDGW
YKGTLQRNGRTGLFPGSFVESF




