
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnac

sites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

0

Q8TEW0 PARD3_HUMAN Homo
sapiens

Partitioning
defective	3
homolog

14.605553 S437 S25;T91;S156;S174;S383;T489;S69
2;S695;S715;S728;S809;S827;S837;
S852;S873;S962;S971;S973;S1046;
S792

30379171;34725712;23301498;340
19948;39534244;39302247;352540
53

MKVTVCFGRTRVVVPCGDGHMKVF
SLIQQAVTRYRKAIAKDPNYWIQVHR
LEHGDGGILDLDDILCDVADDKDRL
VAVFDEQDPHHGGDGTSASSTGTQS
PEIFGSELGTNNVSAFQPYQATSEIE
VTPSVLRANMPLHVRRSSDPALIGLS
TSVSDSNFSSEEPSRKNPTRWSTTA
GFLKQNTAGSPKTCDRKKDENYRSL
PRDTSNWSNQFQRDNARSSLSASH
PMVGKWLEKQEQDEDGTEEDNSRV
EPVGHADTGLEHIPNFSLDDMVKLV
EVPNDGGPLGIHVVPFSARGGRTLG
LLVKRLEKGGKAEHENLFRENDCIV
RINDGDLRNRRFEQAQHMFRQAMR
TPIIWFHVVPAANKEQYEQLSQSEK
NNYYSSRFSPDSQYIDNRSVNSAGL
HTVQRAPRLNHPPEQIDSHSRLPHS
AHPSGKPPSAPASAPQNVFSTTVSSG
YNTKKIGKRLNIQLKKGTEGLGFSIT
SRDVTIGGSAPIYVKNILPRGAAIQDG
RLKAGDRLIEVNGVDLVGKSQEEVV
SLLRSTKMEGTVSLLVFRQEDAFHP
RELNAEPSQMQIPKETKAEDEDIVLT
PDGTREFLTFEVPLNDSGSAGLGVS
VKGNRSKENHADLGIFVKSIINGGAA
SKDGRLRVNDQLIAVNGESLLGKTN
QDAMETLRRSMSTEGNKRGMIQLIV
ARRISKCNELKSPGSPPGPELPIETAL
DDRERRISHSLYSGIEGLDESPSRNA
ALSRIMGESGKYQLSPTVNMPQDDT
VIIEDDRLPVLPPHLSDQSSSSSHDD
VGFVTADAGTWAKAAISDSADCSLS
PDVDPVLAFQREGFGRQSMSEKRTK
QFSDASQLDFVKTRKSKSMDLGIAD
ETKLNTVDDQKAGSPSRDVGPSLGL
KKSSSLESLQTAVAEVTLNGDIPFHR
PRPRIIRGRGCNESFRAAIDKSYDKP
AVDDDDEGMETLEEDTEESSRSGRE
SVSTASDQPSHSLERQMNGNQEKG
DKTDRKKDKTGKEKKKDRDKEKDK
MKAKKGMLKGLGDMFRFGKHRKD
DKIEKTGKIKIQESFTSEEERIRMKQ
EQERIQAKTREFRERQARERDYAEIQ
DFHRTFGCDDELMYGGVSSYEGSM
ALNARPQSPREGHMMDALYAQVKK
PRNSKPSPVDSNRSTPSNHDRIQRL
RQEFQQAKQDEDVEDRRRTYSFEQP
WPNARPATQSGRHSVSVEVQMQRQ
RQEERESSQQAQRQYSSLPRQSRKN
ASSVSQDSWEQNYSPGEGFQSAKE
NPRYSSYQGSRNGYLGGHGFNARV
MLETQELLRQEQRRKEQQMKKQPP
SEGPSNYDSYKKVQDPSYAPPKGPF
RQDVPPSPSQVARLNRLQTPEKGRP
FYS

True True 4.671 2.058 1.359 1.293 1.502


