
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8TEX9 IPO4_HUMAN Homo
sapiens

Importin-
4

11.664245 S972;T974 NaN 34725712;28510447;38665916;340
19948;39302247;23301498

MESAGLEQLLRELLLPDTERIRRATE
QLQIVLRAPAALPALCDLLASAADPQ
IRQFAAVLTRRRLNTRWRRLAAEQR
ESLKSLILTALQRETEHCVSLSLAQL
SATIFRKEGLEAWPQLLQLLQHSTH
SPHSPEREMGLLLLSVVVTSRPEAF
QPHHRELLRLLNETLGEVGSPGLLF
YSLRTLTTMAPYLSTEDVPLARMLVP
KLIMAMQTLIPIDEAKACEALEALDE
LLESEVPVITPYLSEVLTFCLEVARN
VALGNAIRIRILCCLTFLVKVKSKALL
KNRLLPPLLHTLFPIVAAEPPPGQLD
PEDQDSEEEELEIELMGETPKHFAV
QVVDMLALHLPPEKLCPQLMPMLE
EALRSESPYQRKAGLLVLAVLSDGA
GDHIRQRLLPPLLQIVCKGLEDPSQV
VRNAALFALGQFSENLQPHISSYSR
EVMPLLLAYLKSVPLGHTHHLAKAC
YALENFVENLGPKVQPYLPELMECM
LQLLRNPSSPRAKELAVSALGAIATA
AQASLLPYFPAIMEHLREFLLTGRED
LQPVQIQSLETLGVLARAVGEPMRPL
AEECCQLGLGLCDQVDDPDLRRCTY
SLFAALSGLMGEGLAPHLEQITTLM
LLSLRSTEGIVPQYDGSSSFLLFDDE
SDGEEEEELMDEDVEEEDDSEISGY
SVENAFFDEKEDTCAAVGEISVNTS
VAFLPYMESVFEEVFKLLECPHLNV
RKAAHEALGQFCCALHKACQSCPSE
PNTAALQAALARVVPSYMQAVNRER
ERQVVMAVLEALTGVLRSCGTLTLK
PPGRLAELCGVLKAVLQRKTACQDT
DEEEEEEDDDQAEYDAMLLEHAGE
AIPALAAAAGGDSFAPFFAGFLPLLV
CKTKQGCTVAEKSFAVGTLAETIQGL
GAASAQFVSRLLPVLLSTAQEADPEV
RSNAIFGMGVLAEHGGHPAQEHFP
KLLGLLFPLLARERHDRVRDNICGA
LARLLMASPTRKPEPQVLAALLHALP
LKEDLEEWVTIGRLFSFLYQSSPDQV
IDVAPELLRICSLILADNKIPPDTKAA
LLLLLTFLAKQHTDSFQAALGSLPVD
KAQELQAVLGLS

True False 3.628 4.454 1.367 0.791 False 0.855 0.973


