UniprotKB Entry name organism full name oglcnacscore o_glcnac phosphorylation sites PMIDS [sequence intracellular extracellular|cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma eXtI:ac'
ID sites reticulum |apparatus membrane fregion
Q8TFO01 PNISR_HUMAN |Homo |Arginine/serine-|{18.379595 NaN S204;S211;S290;S304;S313;S321;S (30379171 | MWDQGGQPWQQWPLNQQQWMAQS [None None None |None None None None None None

sapiens

rich protein
PNISR

465;5467;T485;S726

FQHQQDPSQIDWAALAQAWIAQRE
ASGQQSMVEQPPGMMPNGQDMST
MESGPNNHGNFQGDSNFNRMWQP
EWGMHQQPPHPPPDQPWMPPTPG
PMDIVPPSEDSNSQDSGEFAPDNRH
IFNQNNHNFGGPPDNFAVGPVNQF
DYQHGAAFGPPQGGFHPPYWQPGP
PGPPAPPQNRRERPSSFRDRQRSPIA
LPVKQEPPQIDAVKRRTLPAWIREGL
EKMEREKQKKLEKERMEQQRSQLS
KKEKKATEDAEGGDGPRLPQRSKFD
SDEEEEDTENVEAASSGKVTRSPSP
VPQEEHSDPEMTEEEKEYQMMLLT
KMLLTEILLDVTDEEIYYVAKDAHRK
ATKAPAKQLAQSSALASLTGLGGLG
GYGSGDSEDERSDRGSESSDTDDEE
LRHRIRQKQEAFWRKEKEQQLLHD
KQMEEEKQQTERVTKEMNEFIHKE
QNSLSLLEAREADGDVVNEKKRTPN
ETTSVLEPKKEHKEKEKQGRSRSGS
SSSGSSSSNSRTSSTSSTVSSSSYSS
SSGSSRTSSRSSSPKRKKRHSRSRSP
TIKARRSRSRSYSRRIKIESNRARVKI
RDRRRSNRNSIERERRRNRSPSRER
RRSRSRSRDRRTNRASRSRSRDRRK
IDDQRGNLSGNSHKHKGEAKEQER
KKERSRSIDKDRKKKDKEREREQDK
RKEKQKREEKDFKFSSQDDRLKRKR
ESERTFSRSGSISVKIIRHDSRQDSK
KSTTKDSKKHSGSDSSGRSSSESPG
SSKEKKAKKPKHSRSRSVEKSQRSG
KKASRKHKSKSRSR




