
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8TF05 PP4R1_HUMAN Homo
sapiens

Serine/threonine-
protein
phosphatase	4
regulatory
subunit	1

21.731224 NaN S935 23301498 MADLSLLQEDLQEDADGFGVDDYS
SESDVIIIPSALDFVSQDEMLTPLGRL
DKYAASENIFNRQMVARSLLDTLRE
VCDDERDCIAVLERISRLADDSEPTV
RAELMEQVPHIALFCQENRPSIPYAF
SKFLLPIVVRYLADQNNQVRKTSQA
ALLALLEQELIERFDVETKVCPVLIEL
TAPDSNDDVKTEAVAIMCKMAPMV
GKDITERLILPRFCEMCCDCRMFHV
RKVCAANFGDICSVVGQQATEEMLL
PRFFQLCSDNVWGVRKACAECFMA
VSCATCQEIRRTKLSALFINLISDPSR
WVRQAAFQSLGPFISTFANPSSSGQ
YFKEESKSSEEMSVENKNRTRDQEA
PEDVQVRPEDTPSDLSVSNSSVILEN
TMEDHAAEASGKPLGEISVPLDSSLL
CTLSSESHQEAASNENDKKPGNYKS
MLRPEVGTTSQDSALLDQELYNSFH
FWRTPLPEIDLDIELEQNSGGKPSPE
GPEEESEGPVPSSPNITMATRKELEE
MIENLEPHIDDPDVKAQVEVLSAAL
RASSLDAHEETISIEKRSDLQDELDI
NELPNCKINQEDSVPLISDAVENMD
STLHYIHSDSDLSNNSSFSPDEERRT
KVQDVVPQALLDQYLSMTDPSRAQT
VDTEIAKHCAYSLPGVALTLGRQNW
HCLRETYETLASDMQWKVRRTLAFS
IHELAVILGDQLTAADLVPIFNGFLK
DLDEVRIGVLKHLHDFLKLLHIDKR
REYLYQLQEFLVTDNSRNWRFRAEL
AEQLILLLELYSPRDVYDYLRPIALNL
CADKVSSVRWISYKLVSEMVKKLHA
ATPPTFGVDLINELVENFGRCPKWS
GRQAFVFVCQTVIEDDCLPMDQFAV
HLMPHLLTLANDRVPNVRVLLAKTL
RQTLLEKDYFLASASCHQEAVEQTI
MALQMDRDSDVKYFASIHPASTKIS
EDAMSTASSTY

None None None None None None None None None


