UniprotKB Entry name |organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus jmitochndrion em?oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8TF46 DI3L1_HUMAN |Homo DIS3-like 18.379595 NaN S989 30379171 MLQKREKVLLLRTFQGRTLRIVREH [None None None |None None None None None None

sapiens

exonuclease

YLRPCVPCHSPLCPQPAACSHDGKL
LSSDVTHYVIPDWKVVQDYLEILEFP
ELKGIIFMQTACQAVQHQRGRRQYN
KLRNLLKDARHDCILFANEFQQCCY
LPRERGESMEKWQTRSIYNAAVWYY
HHCQDRMPIVMVTEDEEAIQQYGSE
TEGVFVITFKNYLDNFWPDLKAAHE
LCDSILQSRRERENESQESHGKEYP
EHLPLEVLEAGIKSGRYIQGILNVNK
HRAQIEAFVRLQGASSKDSDLVSDIL
IHGMKARNRSIHGDVVVVELLPKNE
'WKGRTVALCENDCDDKASGESPSE
PMPTGRVVGILQKNWRDYVVTFPSK
EEVQSQGKNAQKILVTPWDYRIPKIR
ISTQQAETLQDFRVVVRIDSWESTSV
YPNGHFVRVLGRIGDLEGEIATILVE
NSISVIPFSEAQMCEMPVNTPESPW
KVSPEEEQKRKDLRKSHLVFSIDPK
GCEDVDDTLSVRTLNNGNLELGVHI
ADVTHFVAPNSYIDIEARTRATTYYL
ADRRYDMLPSVLSADLCSLLGGVDR
'YAVSIMWELDKASYEIKKVWYGRTII
RSAYKLFYEAAQELLDGNLSVVDDIP
EFKDLDEKSRQAKLEELVWAIGKLT
DIARHVRAKRDGCGALELEGVEVCV
QLDDKKNIHDLIPKQPLEVHETVAE
CMILANHWVAKKIWESFPHQALLR
QHPPPHQEFFSELRECAKAKGFFID
TRSNKTLADSLDNANDPHDPIVNRL
LRSMATQAMSNALYFSTGSCAEEEF
HHYGLALDKYTHFTSPIRRYSDIVVH
RLLMAAISKDKKMEIKGNLFSNKDL
EELCRHINNRNQAAQHSQKQSTELF
QCMYFKDKDPATEERCISDGVIYSIR
TNGVLLFIPRFGIKGAAYLKNKDGLV
ISCGPDSCSEWKPGSLQRFQNKITST
TTDGESVIFHLFDHVTVRISIQASRC
HSDTIRLEIISNKPYKIPNTELIHQSS
PLLKSELVKEVTKSVEEAQLAQEVKV
NIIQEEYQEYRQTKGRSLYTLLEEIR
DLALLDVSNNYGI




