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FQYADNRIHTSKYNILTFLPINLFEQ
FQRVANAYFLCLLILQLIPEISSLTWF
TTIVPLVLVITMTAVKDATDDYFRHK
SDNQVNNRQSEVLINSKLQNEKWM
NVKVGDIIKLENNQFVAADLLLLSSS
EPHGLCYVETAELDGETNLKVRHAL
SVTSELGADISRLAGFDGIVVCEVPN
NKLDKFMGILSWKDSKHSLNNEKII
LRGCILRNTSWCFGMVIFAGPDTKL
MQNSGKTKFKRTSIDRLMNTLVLWI
FGFLICLGIILAIGNSIWESQTGDQFR
TFLFWNEGEKSSVFSGFLTFWSYIII
LNTVVPISLYVSVEVIRLGHSYFINW
DRKMYYSRKAIPAVARTTTLNEELG
QIEYIFSDKTGTLTQNIMTFKRCSIN
GRIYGEVHDDLDQKTEITQEKEPVDF
SVKSQADREFQFFDHHLMESIKMG
DPKVHEFLRLLALCHTVMSEENSAG
ELIYQVQSPDEGALVTAARNFGFIFK
SRTPETITIEELGTLVTYQLLAFLDFN
NTRKRMSVIVRNPEGQIKLYSKGAD
TILFEKLHPSNEVLLSLTSDHLSEFA
GEGLRTLAIAYRDLDDKYFKEWHKM
LEDANAATEERDERIAGLYEEIERDL
MLLGATAVEDKLQEGVIETVTSLSLA
NIKIWVLTGDKQETAINIGYACNMLT
DDMNDVFVIAGNNAVEVREELRKA
KQNLFGQNRNFSNGHVVCEKKQQL
ELDSIVEETITGDYALIINGHSLAHAL
ESDVKNDLLELACMCKTVICCRVTP
LQKAQVVELVKKYRNAVTLAIGDGA
NDVSMIKSAHIGVGISGQEGLQAVL
IASDYSFAQFRYLQRLLLVHGRWSYF
RMCKFLCYFFYKNFAFTLVHFWFGF
FCGFSAQTVYDQWFITLFNIVYTSLP
VLAMGIFDQDVSDQNSVDCPQLYKP
GQLNLLFNKRKFFICVLHGIYTSLVL
FFIPYGAFYNVAGEDGQHIADYQSFA
VTMATSLVIVVSVQIALDTSYWTFIN
HVFIWGSIAIYFSILFTMHSNGIFGIF
PNQFPFVGNARHSLTQKCIWLVILLT
TVASVMPVVAFRFLKVDLYPTLSDQI
RRWQKAQKKARPPSSRRPRTRRSSS
RRSGYAFAHQEGYGELITSGKNMRA
KNPPPTSGLEKTHYNSTSWIENLCK
KTTDTVSSFSQDKTVKL
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ID sites sites reticulum apparatus membrane [region
Q8TF62 IAT8B4_HUMAN [Homo Probable 19.994096 NaN NaN 37217939 MFCSEKKLREVERIVKANDREYNEK [False True 2.127 |2.365 [0.923 0.888 5.0 5.0 1.262




