
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8VBW1 SC6A8_MOUSE Mus
musculus

Sodium-
and
chloride-
dependent
creatine
transporter
1

38.926322 S623 T617;T620;S623 35822049;40885482;40021952 MAKKSAENGIYSVSGDEKKGPLIVS
GPDGAPAKGDGPAGLGAPGGRLAVP
PRETWTRQMDFIMSCVGFAVGLGN
VWRFPYLCYKNGGGVFLIPYVLIALV
GGIPIFFLEISLGQFMKAGSINVWNI
CPLFKGLGYASMVIVFYCNTYYIMVL
AWGFYYLVKSFTTTLPWATCGHTW
NTPDCVEIFRHEDCANASLANLTCD
QLADRRSPVIEFWENKVLRLSTGLE
VPGALNWEVTLCLLACWVLVYFCV
WKGVKSTGKIVYFTATFPYVVLVVLL
VRGVLLPGALDGIIYYLKPDWSKLGS
PQVWIDAGTQIFFSYAIGLGALTALG
SYNRFNNNCYKDAIILALINSGTSFF
AGFVVFSILGFMATEQGVHISKVAES
GPGLAFIAYPRAVTLMPVAPLWAALF
FFMLLLLGLDSQFVGVEGFITGLLDL
LPASYYFRFQREISVALCCALCFVIDL
SMVTDGGMYVFQLFDYYSASGTTLL
WQAFWECVVVAWVYGADRFMDDIA
CMIGYRPCPWMKWCWSFFTPLVCM
GIFIFNIVYYEPLVYNNTYVYPWWGE
AMGWAFALSSMLCVPLHLLGCLLR
AKGTMAERWQHLTQPIWGLHHLEY
RAQDADVRGLTTLTPVSESSKVVVV
ESVM

False False 1.703 1.526 1.697 1.175 0.799 4.391 1.519


