}J];I iprotKB Entry name |organism full oglcnacscore oglcnac p'h osphorylation PMIDS |sequence intracellular extracellular |cytosol \nucleus mitochndrion em}oplasmlc golgi plasma extl"acellular
name sites sites reticulum apparatus membrane region
Q8VBW6 |ULA1_MOUSE |Mus NEDD8- [36.83566 S174 NaN 40885482 MAQPGKILKEQKYDRQLRLWGDHG (False False 2.718 (2.9 1.38 1.347 0.746 3.552 1.122
musculus |activating QEALESAHVCLINATATGTEILKNLV
enzyme LPGIGSFTIIDGNLVSGEDAGNNFFL
E1 QKSSIGKNRAQAAMEFLQELNSDVS
regulatory GSFVEESPENLLDNDPSFFCRFTIVV
subunit IATQLLESTLLRLADVLWNSQIPLLIC

RTYGLVGYMRIIIKEHPVIESHPDNA
LEDLRLDKPFPELREHLQSYDLDHM
EKKDHSHTPWIVIIAKYLAQWYNET
NGRIPKSYKEKEDFRDLIRQGILKNE
NGAPEDEENFEEAIKNVNTALNTTQ
IPSSIEDIFNDDRCINITKQTPTFWIL
IARALKEFVAKEGQGNLPVRGTIPDM
IADSNKYIKLQNVYREKAKKDAAAVG
NHVAKLLQSVGQAPESISEKELKLLC
SNSAFLRVVRCRSLAEEYGLDTVNK
DEIISSMDNPDNEIVLYLMLRAVDRF
HKQHGRYPGVSNYQVEEDIGKLKSC
LTGFLQEYGLSVMVKDDYVHEFCRY
GAAEPHTIAAFLGGAAAQEVIKIITKQ
FVIFNNTYIYSGMSQTSATFQL




