
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8VBZ3 CLPT1_MOUSE Mus
musculus

Putative
lipid
scramblase
CLPTM1

36.83566 NaN S601 40885482 MAAAQEADGAGSAVVAAGGGSSGQ
VTSNGSIGRDTPAETQPQNPPPQPAP
NAWQVIKGVLFRIFIIWAISSWFRRG
PSPQDQSGPGGAPRVASRNLFPKDT
LMNLHVYISEHEHFTDFNATSALFW
EQHDLVYGDWTSGENSDGCYEHFA
ELDIPQSVQQNGSIYIHVYFTKSGFH
PDPRQKALYRRLATVHMSRMINKYK
RRRFQKTKNLLTGETEADPEMIKRA
EDYGPVEVISHWHPNITINIVDDHTP
WVKGSVPPPLDQYVKFDAVSGDYYPI
IYFNDYWNLQKDYYPINESLASLPLR
VSFCPLSLWRWQLYAAQSTKSPWN
FLGDELYEQSDEEQDSVKVALLETS
PYLLALTIIVSIVHSVFEFLAFKNDIQ
FWNSRQSLEGLSVRSVFFGVFQSFV
VLLYILDNETNFVVQVSVFIGVLIDL
WKITKVMDVRLDREHRVAGIFPCPT
FKDKSTYIESSTKVYDDMAFRYLSWI
LFPLLGCYAVYSLLYLEHKGWYSWV
LSMLYGFLLTFGFITMTPQLFINYKL
KSVAHLPWRMLTYKALNTFIDDLFA
FVIKMPVMYRIGCLRDDVVFFIYLYQ
RWIYRVDPTRVNEFGMSGEDVSAAA
SRAQASTAAGALTPAPSTAVSGEDAS
TVPKATSGACTASQPQEAPPKPAED
KKKD

False True 0.759 1.018 0.799 1.33 0.879 4.636 0.848


