}JI;I iprotkB Entry name organism [full name |oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular extracellular [cytosol [nucleus mitochndrion em*.loplasmlc golgi plasma em:aceuular
sites sites reticulum |apparatus membrane region
Q8VC34 RPAP2_MOUSE [Mus Putative 39.747735 sS4 S9;5217;5481 41018975;36852467 MADSAVPCSLGPSTRASSTHRDATG [True False 3.007 (4.39 1.22 1.591 0.774 0.422 0.281
musculus |RNA TKQTRALKRGDASKRQAELEAAIQR
polymerase KVEFERKAVRIVEQLLEENITEEFLK
11 subunit ECGMFITPAHYSDVVDERSIIKLCGY
B1 CTD PLCQKKLGVIPKQKYRISTKTNKVYD
phosphatase ITERKSFCSNFCYRASKFFETQIPKT
Rpap?2 PVWVREEERPPDFQLLKKGQSGSSG

EVVQFFRDAVTAADVDGSGALEAQC
DPASSSSWSERASDEEEQGFVSSLL
PGNRPKAVDTRPQPHTKSSIMRKKA
AQNVDSKEGEQTVSEVTEQLDNCRL
DSQEKVATCKRPLKKESTQISSPGPL
CDRFNTSAISEHKHGVSQVTLVGISK
KSAEHFRSKFAKSNPGSGSASGLVH
IVRPEVAKANLLRVLSDTLTEWKTEE
TLKFLYGQNHDSVCLKPSSASEPDE
ELDEDDISCDPGSCGPALSQAQNTL
DATLPFRGSDTAIKPLPSYESLKKET
EMLNLRVREFYRGRCVLNEDTTKSQ
DSKESVLQRDPSFPLIDSSSQNQIRR
RIVLEKLSKVLPGLLGPLQITMGDIYT
ELKNLIQTFRLSNRNITHKPVEWTLI
AVVLLLLLTPILGIQKHSPKNVVFTQ
FIATLLTELHLKFEDLEKLTMIFRTS
C




