UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus mitochndrion en(‘loplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q8VC52 RBPS2 MOUSE Mus RNA-  [38.223321 NaN NaN 40997131 | MSNLKPDVEHCTGAGTGSPLEEEVR |True False 4.328 [4.367 [0.837 False 0.664 0.616 1.503
musculus |binding TLFVSGLPVDIKPRELYLLFRPFKGY
protein EGSLIKLTSRQPVGFVIFDSRAGAEA
with AKNALNGIRFDPENPQTLRLEFAKA
multiple NTKMAKSKLIATPNPTSVHPALGAH
splicing LIARDPYDLMGTALIPASPEAWAPYP
2 LYTTELTPAISHTTFTYPAATAAAAAA
ATLHAQVRWYPSSDTTQQGWKYRQ
FC




