
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q8VCB3 GYS2_MOUSE Mus
musculus

Glycogen
[starch]
synthase,
liver

36.341747 NaN S8;S11;S627;S641;S645;S649;S653;
S657;S684

37453647;15014073 MLRGRSLSVTSLGGLPVWEAERLPV
EDLLLFEVSWEVTNKVGGICTVIQTK
AKTTADEWGENYFLIGPYFEHNMKT
QVEQCEPTNDAVRKAVDAMNKHGC
QVHFGRWLIEGSPYVVLFDISSSAW
NLDRWKGDFWEACGVGIPHHDREA
NDMLIFGSLTAWFLKEVTDHADGK
HVIAQFHEWQAGTGLILSRARKLPIA
TVFTTHATLLGRYLCAANIDFYNQLD
KFDIDKEAGERQIYHRYCMERASVH
CAHVFTTVSEITAIEAEHMLKRKPDV
VTPNGLNVKKFSAVHEFQNLHAMY
KARIQDFVRGHFYGHLDFDLEKTLF
LFIAGRYEFSNKGADIFLESLSRLNF
LLRMHKSNVTVVVFFIMPAKTNNF
NVETLKGQAVRKQLWDTVHCLKEK
FGKKLYDGLLRGEIPDMNSILDRDD
LTIMKRAIFSTQRQSLPPVTTHNMID
DSTDPILSTIRRIGLFNNRADRVKVIL
HPEFLSSTSPLLPMDYEEFVRGCHL
GVFPSYYEPWGYTPAECTVMGIPSVT
TNLSGFGCFVQEHVADPTAYGIYIVD
RRFRSPDDSCNQLTQFLYGFCKQSR
RQRIIQRNRTERLSDLLDWRYLGRYY
QHARHLTLSRAFPDKFHLEPTSPPT
TDGFKYPRPSSVPPSPSGSQASSPQC
SDAEDEEDEDERYDEEEEAERDRLN
IKSPFSLNHFPKGKKKLHGEYKN

True False 5.0 2.569 2.478 1.687 1.056 1.36 1.658


