}Jl;l iprotKB Entry name |organism full name oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol [nucleus mitochn¢
Q8VCF0 MAVS_MOUSE [Mus Mitochondrial [49.024595 S104;S118;5S210;T215;S220;T222;T |S152;S157;S172;5186;5220;S251;S [22645316;40885482;36852467;375 [MTFAEDKTYKYIRDNHSKFCCVDVL [True False 3.403 [3.362 [5.0
musculus |antiviral- 273;T298;T314;S315;S328;S330;T3 |256;5S384;5418 07081;36288343;25153642;399279 [EILPYLSCLTASDQDRLRASYRQIGN
signaling 73 85;40021952;28528544;28135057;3 [RDTLWGLFNNLQRRPGWVEVFIRAL
protein 4678516;29187734;30059200;4099 |QICELPGLADQVTRVYQSYLPPGTSL

7131

RSLEPLQLPDFPAAVSGPSAFAPGH
NIPDHGLRETPSCPKPVQDTQPPESP
VENSEQLLQTNSGAVARMSGGSLIP
SPNQQALSPQPSREHQEQEPELGGA
HAANVASVPIATYGPVSPTVSFQPLP
RTALRTNLLSGVTVSALSADTSLSSS
STGSAFAKGAGDQAKAATCFSTTLT
NSVTTSSVPSPRLVPVKTMSSKLPLS
SKSTAAMTSTVLTNTAPSKLPSNSVY
IAGTVPSRVPASVAKAPANTIPPERNS
KQAKETPEGPATKVTTGGNQTGPNS
SIRSLHSGPEMSKPGVLVSQLDEPFS
IACSVDLAISPSSSLVSEPNHGPEENE
YSSFRIQVDESPSADLLGSPEPLATQ
QPQEEEEHCASSMPWAKWLGATSA

LLAVFLAVMLYRSRRLAQ




