UniprotKB Entry name |organism (full name oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane [region

Q8VCN5 CGL_MOUSE |Mus Cystathionine [23.627151 NaN NaN 37453647 MQKDASLSGFLPSFQHFATQAIHVG |True False 4.703 [3.178 [2.684 2.237 1.494 2.379 2.307
musculus |[gamma-lyase QEPEQWNSRAVVLPISLATTFKQDF

PGQSSGFEYSRSGNPTRNCLEKAVA
ALDGAKHSLAFASGLAATITITHLLK
AGDEIICMDEVYGGTNRYFRRVASE
FGLKISFVDCSKTKLLEAAITPQTKLV
WIETPTNPTLKLADIGACAQIVHKRG
DIILVVDNTFMSAYFQRPLALGADIC
MCSATKYMNGHSDVVMGLVSVNSD
DLNSRLRFLQNSLGAVPSPFDCYLC
CRGLKTLQVRMEKHFKNGMAVARF
LETNPRVEKVVYPGLPSHPQHELAK
RQCSGCPGMVSFYIKGALQHAKAFL
KNLKLFTLAESLGGYESLAELPAIMT
HASVPEKDRATLGINDTLIRLSVGLE

DEQDLLEDLDRALKAAHP




