UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular [cytosol [nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane [region

Q8VDL4 IADPGK_MOUSE |Mus IADP- 25.685855 NaN NaN 39627609 MALWRGSACAGFLALAVGCVFLLEP |False False 1.448 |1.308 [1.349 3.186 0.662 1.804 4.06
musculus |dependent ELPGTALRSLWSSLRLGPAPVPVGPL

glucokinase

SPESRLAAAWDALIAQPARRWRRVA
VGVNACVDVVISGVKLLQALGLSPG
SGKDHAILHSRSDLEEAFLYFMGKG
AAAERFFSDKETFHDIAQAASEFPGA
QHYVGGNAALIGQRFAANTDLKVLL
CGPIGPKLHELLDDNVFVPPESLQE
EDEFHLILEYLAGEEWGPFKAPHAN
RFIFSHDLSNGAMNMLEVFVSSLEE
FQPDLVVLSGLHMMEGQSKELQRK
RLLEVVTAISDIPTGIPVHLELASMTN
RELMSSIVHQQVFPAVASLGLNEQE
LLFLSQSASGPHSSLSSWDGVPDVG
MVSDILFWILKEHGRSENRASDLTRI
HFHTLVYHILATVDGHWANQLAAVA
AGARVAGTQACATETIDTNRVSLRAP
QEFTTSHLESGSRIVLNPDKPVVEW
HREGITFHFTPVLVCKDPVRTVGLG
DAISAEGLFYSEARPD




