endopl

ic (golgi

}Jl;l iprotKB Entry name |organism full name [oglcnacscore |oglcnac sites [phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion N
reticulum |appa
Q8VDQ8  |SIR2_MOUSE Mus NAD- 51.674887 S356;S364;T366(S23;525;T27;S53;S100;S368;S372 [22517741;22645316;40885482;400 [MAEPDPSDPLETQAGKVQEAQDSDS [True False 4.706 |5.0 5.0 2.195 1.515
musculus |dependent 21952 DTEGGATGGEAEMDFLRNLFTQTLG
protein LGSQKERLLDELTLEGVTRYMQSER
deacetylase CRKVICLVGAGISTSAGIPDFRSPSTG
sirtuin-2 LYANLEKYHLPYPEAIFEISYFKKHPE

PFFALAKELYPGQFKPTICHYFIRLLK
EKGLLLRCYTQNIDTLERVAGLEPQD
LVEAHGTFYTSHCVNTSCRKEYTMG
IWMKEKIFSEATPRCEQCQSVVKPDI
VFFGENLPSRFFSCMQSDFSKVDLL
IIMGTSLQVQPFASLISKAPLATPRLL
INKEKTGQTDPFLGMMMGLGGGM
DFDSKKAYRDVAWLGDCDQGCLAL
IADLLGWKKELEDLVRREHANIDAQS
GSQAPNPSTTISPGKSPPPAKEAART
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