UniprotKB Entry name organism [full name |oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion enc}oplasmw golgi plasma extt:acel]

ID sites sites reticulum |apparatus membrane region

Q8VED5 K2C79_MOUSE [Mus Keratin, 22.618627 NaN NaN 39627609;34019948;34887587 MRSSLSRQTFSTKGGFSSNSASGGG |False False 1.94 2.555  [1.545 False False 0.89 0.949
musculus [type II GSRMRTSYSSVTMSRGSGGGGGVR

cytoskeletal
79

SGSSSGGFGSRSLYNLGGKNISVSM
IACGASSGRALGGFGSGAYVGLGASR
QTFGPVCPPGGIQEVTVNQSLLTPLN
VEIDPEIQRVRTQEREQIKTLNNKFA
SFIDKVRFLEQQNKVLETKWALLQE
QSQNTGVARSLEPFFENYLSTLRRQ
LDTKQSERGRLDMELRNVQDNLED
FKNKYEDEINKRTALENEFVLLKKD
VDAAYMGRMDLHGKVDSLTQEIDF
LQQLFEMELSQVQTNVSDTNVILSM
DNNRNLDLDSIIAEVKAQYELIAQKS
RAEAESWYQTKYEELQVTAGKHGDS
LRDTKNEIAELTRTTQRLQGEVDAA
KKQCQQLQTAIAEAEQNGEMALKD
IAKKKLGDLDTALHQAKEDLARMLRE
'YQDLVSVKLALDMEIATYRKLLESEE
SRMSGDCPSAISISVTGNSTSVCAGG
TAGFGNGLSLGGAGGASKGGFGSSV
SYGAAKGGQVSGGTSILRKTTTVKTS
SRRY




