}11;1 iprotkB Entry name |organism [full name [oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extl_'acellular
sites sites reticulum apparatus membrane [region
Q8VEE4 RFA1_MOUSE [Mus Replication [25.685855 NaN T189;T200;S393 [39627609 MVGHLSEGAIEVMIQQENTSIKPILQ [True False 2.47 5.0 1.289 0.641 0.743 0.723 0.912
musculus |protein A IVINIRPISTGNRSPRYRLLMSDGLNT

70 kDa LSSFMLATQLNTLVEGGQLASNCVC

DNA- QVHKFIVNTLKDGRKVVVLMDLEV

binding MKSAEDVGLKIGNPVPYNEGYGQQ

subunit QQQQQQQQQQAVPSPASAATPPASK

PQPQNGSLGMGSTAAKAYGASKPFG
KPAGTGLLQPSGGTQSKVVPIASLTP
YQSKWTICARVTNKSQIRTWSNSRG
EGKLFSLELVDESGEIRATAFNEQVD
KFFPLIEVNKVYYFSKGALKIANKQF
SAVKNDYEMTFNNETSVLPCEDGH
HLPTVQFDFTGIGDLESKAKDALVDI
IGICKSYEDSIKITVKSNNREVAKRNI
YLMDMSGKVVTTTLWGEDADKFDG
SRQPVMAIKGARVSDFGGRSLSVLS
SSTVIVNPDIPEAYKLRGWFDSEGQA
LDGVSISDHRSGGAGGGNTNWKTL
HEAKSENLGQGDKADYFSTVAAVVF
LRKENCMYQACPTQDCNKKVIDQQ
NGLYRCEKCDREFPNFKYRMILSAN
IADFQENQWVTCFQESAEAILGQNT
MYLGELKEKNEQAFEEVFQNANFR
SFTFRIRVKLETYNDESRIKATVMDV
KPVDFRDYGRRLIANIRKNM




