}Jl;l iprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(_ioplasmlc golgi plasnia extr_ace
name sites sites reticulum pparatus ane [region
Q8VEM8  |S25A3_MOUSE [Mus Solute [28.027916 NaN T191 37507081;37453647;33300544;362 [MFSSVAHLARANPFNAPHLQLVHD [True False False [2.156 [4.536 False False False False
musculus |carrier 88343;39627609;39927985 GLSGPRSPPAPPRRSRHLAAAAVEEY
family SCEFGSMKYYALCGFGGVLSCGLTH
25 TAVVPLDLVKCRMQVDPQKYKGIFN
member GFSITLKEDGVRGLAKGWAPTLIGYS
3 MQGLCKFGFYEVFKALYSNILGEEN

TYLWRTSLYLASSASAEFFADIALAP
MEAAKVRIQTQPGYANTLREAVPKM
[YKEEGLNAFYKGVAPLWMRQIPYTM
MKFACFERTVEALYKFVVPKPRSEC
TKAEQLVVTFVAGYIAGVFCAIVSHP
IADSVVSVLNKEKGSTASQVLQRLGF
RGVWKGLFARIIMIGTLTALQWFIYD
SVKVYFRLPRPPPPEMPESLKKKLGL
TE




