UniprotKB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion enc.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8VHEO SEC63_MOUSE [Mus Translocation [25.700107 NaN 'T537;S742;S748 [37453647;39627609 MAGQQFQYDDSGNTFFYFLTSFVGL |False True 1.97 2.558 [1.678 5.0 1.729 2.61 1.367
musculus [protein IVIPATYYLWPRDQNAEQIRLKNIRK
SEC63 VYGRCMWYRLRLLKPQPNIIPTVKKI
homolog VLLAGWALFLFLAYKVSKTDREYQE

YNPYEVLNLDPGATVAEIKKQYRLLS
LKYHPDKGGDEVMFMRIAKAYAALT
DEESRKNWEEFGNPDGPQATSFGIA
LPAWIVDQKNSILVLLVYGLAFMVIL
PVVVGSWWYRSIRYSGDQILIRTTQI
YTYFVYKTRNMDMKRLIMVLAGASE
FDPQYNKDSTSRPTDNILIPQLIREIG
SINLKKNEPPLTCPYSLKARVLLLSH
LARMKIPETLEEDQQFMLKKCPALL
QEMVNVICQLIIMARSREEREFRAPT
LASLENCMKLSQMAVQGLQQFKSP
LLQLPHIEEDNLRRVSNHKKYKIKTI
QDLVSLKESDRHSLLHFLEDEKYEE
IVMAVLGSFPYVTMDIKSQVLDDEDS
NNITVGSLVTVLVKLTRQTMAEVFE
KEQSICAAEEQPTEDGQSDANKIKA
KGGWQQKNKGPKKMPKSKKKKPLK
KKPTTVPLPQAKQQKQKQANGVVGS
EAAIKEEEDDISDKGSDSEEEETNRD
SQSEKEDGSDRESDREQDEKQSKD
DEAEWQELQQSIQRKERALLETKSK
ITHPVYSLYFPEEKQEWWWLYIADR
KEQTLISMPYHVCTLKDTEEVELKFP
IAPGKPGNYQYTVFLRSDSYMGLDQI
KPLKLEVHEAKPVPENHPQWDTAIE
GDEDQEDSEGFEDSFEEEEEEEEGG
D




