}Jl;l iprotKB Entry name |organism |full name |oglcnacscore Y lenac phosphorylation sites PMIDS sequence intracellular [extracellular |cytosol [nucleus mitochndrion |, . | golgi )
sites reticulum |appar:
Q8VI33 'TAF9_ MOUSE Mus 'Transcription |38.521652 S202;S207|S149;S152;S155;S158;T159;T161;T [40885482;36852467;35822049;400 MESGKMASPKSMPKDAQMMAQILK (True False 1.015 |5.0 1.186 1.356 False
musculus |initiation 164;T178;S181;S196 21952;40997131 DMGITEYEPRVINQMLEFAFRYVTTI
factor TFIID LDDAKIYSSHAKKATVDADDVRLAIQ
subunit 9 CRADQSFTSPPPRDFLLDIARQRNQ

TPLPLIKPYSGPRLPPDRYCLTAPNYR
LKSLQKKAPAPAGRITVPRLSVGSVS
SRPSTPTLGTPTPQTMSVSTKVGTP
MSLTGQRFTVQMPASQSPAVKASIP
IATSTVQNVLINPSLIGSKNILITTNMV
SQNTAESANALKRKREDDDDDDDD
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