KDLGQRVSFLTRDLSSSEPVHAKKR
KHERIIDKYEKIPRTLQTAPEKELIHL
LPIKDKSGIIPQTREKPVTDSNKDEE
DQEEERELEEEIIEDPIQELTIEEHLI
ERKKKLQEKKMHIAALASAILSDPE
NNIKKLKELRSMLMEQDPDVAVTVR
KLVIVSLMELFKDITPSYKIRPLTEAE
KSTKTRKETQKLREFEEGLVSQYKFY
LENLEQMVKDWKQRKLKKSNVVSL
KAYKGLAEVAVKSLCELLVALPHFN
FHNNIIVLIVPLMNDMSKLISEMCC
EAVKKLFKQDKLGQASLGVIKVISGF
VKGRNYEVRPEMLKTFLCLRIKEVE
'VKKDTEDINKPKKFMTFKEKRKSLS
RMQRKWKKAEEKLERELREAEASE
STEKKLKLHTETLNIVFVTYFRILKKA
QRSPLLPAVLEGLAKFAHLINVEFFD
DLLVVLHTLIESGDLSYQESLHCVQT
AFHILSGQGDVLNIDPLKFYTHLYKT
LFKLHAGATNEGVEIVLQCLDVMLT
KRRKQVSQQRALAFIKRLCTLALHVL
PNSSIGILATTRILMHTFPKTDLLLDS
ESQGSGVFLPELDEPEYCNAQNTAL
'WELHALRRHYHPIVQRFAAHLIAGA
PSEGSGALKPELSRRSATELFEAYSM
AEMTFNPPVESSNPKIKGKFLQGDS
FLNEDLNQLIKRYSSEVATESPLDFT
KYLKTSLH

< - PR < .
UniprotKB Entry name organism full oglcnacscore oglcnac . vlation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID mame sites sites reticulum apparatus membrane [region
Q8WTT2 NOC3L_HUMAN [Homo Nucleolar|29.710283 NaN S787 40914422;34019948 MKARRNKKQIPSFRKLIKTSKVKLE [True False 1.127 |5.0 4.211 0.915 False 0.945 0.849

sapiens [complex NKLKNKQFKQQSTLKKYRKEQRKLR
iprotein 3 QAVKDAVSKKPIPLENPKEKRPGKRI
lhomolog EREEEEEEEALPLDMMDEDDLQLM




