}Jl;l iprotkB Entry name |organism full oglcnacscore o_glcnac phosphorylation sites PMIDS 'sequence intracellular extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi pla
name sites reticulum |apparatus me
Q8WU20 |FRS2_HUMAN [Homo Fibroblast |28.944798 S177;S329|S177;T196;5S211;S221;T306;T349;S |35132862;31492838;38253038 MGSCCSCPDKDTVPDNHRNKFKVI [None None None [None |None None None No:
sapiens growth 365;T392;T436;T471 INVDDDGNELGSGIMELTDTELILYT
factor RKRDSVKWHYLCLRRYGYDSNLFSF
receptor ESGRRCQTGQGIFAFKCARAEELFN
substrate MLQEIMQNNSINVVEEPVVERNNH

2

QTELEVPRTPRTPTTPGFAAQNLPN
GYPRYPSFGDASSHPSSRHPSVGSA
RLPSVGEESTHPLLVAEEQVHTYVN
TTGVQEERKNRTSVHVPLEARVSNA
ESSTPKEEPSSIEDRDPQILLEPEGV
KFVLGPTPVQKQLMEKEKLEQLGRD
QVSGSGANNTEWDTGYDSDERRDA
PSVNKLVYENINGLSIPSASGVRRGR
LTSTSTSDTQNINNSAQRRTALLNYE
NLPSLPPVWEARKLSRDEDDNLGPK
TPSLNGYHNNLDPMHNYVNTENVT
IVPASAHKIEYSRRRDCTPTVFNFDIR
RPSLEHRQLNYIQVDLEGGSDSDNP
QTPKTPTTPLPQTPTRRTELYAVIDIE
RTAAMSNLQKALPRDDGTSRKTRH
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