}Jl;l iprotKB Entry name organism [full name |oglcnacscore [oglcnac sites phosphorylation sites PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion ?:g gsll:;snmlc ’gigi
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sapiens [cell death 6- 17939;30379171;33214551;328706 |QTYPSGGEEQAQYCRAAEELSKLRR
interacting 66;40596516;38665916;34725712;3 |AAVGRPLDKHEGALETLLRYYDQICS
protein 2119511;40914422;35132862;3930 [[EPKFPFSENQICLTFTWKDAFDKGS

2247;34019948;35138101;3346520
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LFGGSVKLALASLGYEKSCVLFNCA
IALASQIAAEQNLDNDEGLKIAAKHY
QFASGAFLHIKETVLSALSREPTVDI
SPDTVGTLSLIMLAQAQEVFFLKATR
DKMKDAIIAKLANQAADYFGDAFKQ
CQYKDTLPKEVFPVLAAKHCIMQAN
IAEYHQSILAKQQKKFGEEIARLQHA
IAELIKTVASRYDEYVNVKDFSDKINR
IALAAAKKDNDFIYHDRVPDLKDLDPI
GKATLVKSTPVNVPISQKFTDLFEKM
IVPVSVQQSLAAYNQRKADLVNRSIA
QMREATTLANGVLASLNLPAAIEDV
SGDTVPQSILTKSRSVIEQGGIQTVD
QLIKELPELLQRNREILDESLRLLDE
EEATDNDLRAKFKERWQRTPSNELY
KPLRAEGTNFRTVLDKAVQADGQVK
ECYQSHRDTIVLLCKPEPELNAAIPS
IANPAKTMQGSEVVNVLKSLLSNLDE
IVKKEREGLENDLKSVNFDMTSKFLT
IALAQDGVINEEALSVTELDRVYGGLT
TKVQESLKKQEGLLKNIQVSHQEFS
KMKQSNNEANLREEVLKNLATAYD
NFVELVANLKEGTKFYNELTEILVRF
QNKCSDIVFARKTERDELLKDLQQSI
IAREPSAPSIPTPAYQSSPAGGHAPTP
PTPAPRTMPPTKPQPPARPPPPVLPA
NRAPSATAPSPVGAGTAAPAPSQTPG
SAPPPQAQGPPYPTYPGYPGYCQMP
MPMGYNPYAYGQYNMPYPPVYHQS
PGQAPYPGPQQPSYPFPQPPQQSYYP
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