UniprotKB Entry name organism full oglcnacscore °9 lcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion em:loplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane [region
Q8WVD5 |RN141 _HUMAN Homo RING |25.476563 T34 NaN 36240223 MGQQISDQTQLVINKLPEKVAKHVT [None None None [None None None None None None

sapiens [finger LVRESGSLTYEEFLGRVAELNDVTA
protein KVASGQEKHLLFEVQPGSDSSAFWK
141 'VVVRVVCTKINKSSGIVEASRIMNLY
QFIQLYKDITSQAAGVLAQSSTSEEP
DENSSSVTSCQASLWMGRVKQLTD
EEECCICMDGRADLILPCAHSFCQK
CIDKWSDRHRNCPICRLQMTGANE
SWVVSDAPTEDDMANYILNMADEA
GQPHRP




