UniprotKB Entry name |organism [full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion em‘ioplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
Q8WVK7 |SKA2_ HUMAN Homo Spindle and [28.275761 NaN S101 39894887 MEAEVDKLELMFQKAESDLDYIQYR (True False 4.564 [2.679 |0.857 False False 0.774 1.31
sapiens kinetochore- LEYEIKTNHPDSASEKNPVTLLKELS
associated IVIKSRYQTLYARFKPVAVEQKESKSR
protein 2 ICATVKKTMNMIQKLQKQTDLELSP
LTKEEKTAAEQFKFHMPDL




