
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q8WVM7 STAG1_HUMAN Homo
sapiens

Cohesin
subunit
SA-1

32.279762 S700 S24;S756;S1062;S1065;S1093 39894887;30059200 MITSELPVLQDSTNETTAHSDAGSE
LEETEVKGKRKRGRPGRPPSTNKKP
RKSPGEKSRIEAGIRGAGRGRANGH
PQQNGEGEPVTLFEVVKLGKSAMQS
VVDDWIESYKQDRDIALLDLINFFIQ
CSGCRGTVRIEMFRNMQNAEIIRKM
TEEFDEDSGDYPLTMPGPQWKKFRS
NFCEFIGVLIRQCQYSIIYDEYMMDT
VISLLTGLSDSQVRAFRHTSTLAAMK
LMTALVNVALNLSIHQDNTQRQYEA
ERNKMIGKRANERLELLLQKRKELQ
ENQDEIENMMNSIFKGIFVHRYRDA
IAEIRAICIEEIGVWMKMYSDAFLND
SYLKYVGWTLHDRQGEVRLKCLKAL
QSLYTNRELFPKLELFTNRFKDRIVS
MTLDKEYDVAVEAIRLVTLILHGSEE
ALSNEDCENVYHLVYSAHRPVAVAA
GEFLHKKLFSRHDPQAEEALAKRRG
RNSPNGNLIRMLVLFFLESELHEHA
AYLVDSLWESSQELLKDWECMTELL
LEEPVQGEEAMSDRQESALIELMVC
TIRQAAEAHPPVGRGTGKRVLTAKE
RKTQIDDRNKLTEHFIITLPMLLSKY
SADAEKVANLLQIPQYFDLEIYSTGR
MEKHLDALLKQIKFVVEKHVESDVL
EACSKTYSILCSEEYTIQNRVDIARSQ
LIDEFVDRFNHSVEDLLQEGEEADD
DDIYNVLSTLKRLTSFHNAHDLTKW
DLFGNCYRLLKTGIEHGAMPEQIVV
QALQCSHYSILWQLVKITDGSPSKED
LLVLRKTVKSFLAVCQQCLSNVNTP
VKEQAFMLLCDLLMIFSHQLMTGG
REGLQPLVFNPDTGLQSELLSFVMD
HVFIDQDEENQSMEGDEEDEANKI
EALHKRRNLLAAFSKLIIYDIVDMHA
AADIFKHYMKYYNDYGDIIKETLSKT
RQIDKIQCAKTLILSLQQLFNELVQE
QGPNLDRTSAHVSGIKELARRFALTF
GLDQIKTREAVATLHKDGIEFAFKYQ
NQKGQEYPPPNLAFLEVLSEFSSKL
LRQDKKTVHSYLEKFLTEQMMERR
EDVWLPLISYRNSLVTGGEDDRMSV
NSGSSSSKTSSVRNKKGRPPLHKKR
VEDESLDNTWLNRTDTMIQTPGPLP
APQLTSTVLRENSRPMGDQIQEPES
EHGSEPDFLHNPQMQISWLGQPKL
EDLNRKDRTGMNYMKVRTGVRHAV
RGLMEEDAEPIFEDVMMSSRSQLE
DMNEEFEDTMVIDLPPSRNRRERA
ELRPDFFDSAAIIEDDSGFGMPMF

True False 4.316 5.0 0.609 False False False False


