}11;1 iprotKB Entry name organism full loglcnacscore O.glcnac ‘p.h osphorylation PMIDS [sequence intracellular [extracellular cytosol nucleus mitochndrion em.mplasmlc golgi plasma eth:acellular
name sites sites reticulum |apparatus membrane region
Q8WVZ7 |[RN133 HUMAN [Homo E3 26.250033 S65;S66 NaN 30620550 MHLLKVGTWRNNTASSWLMKFSVL [False False 0.7 0.783  [0.96 3.461 3.426 0.375 1.5
sapiens ubiquitin- IWLVSQNCCRASVVWMAYMNISFHV
protein GNHVLSELGETGVFGRSSTLKRVAG
ligase IVIVPPEGKIQNACNPNTIFSRSKYSE
RNF133 TWLALIERGGCTFTQKIKVATEKGAS

GVIIYNVPGTGNQVFPMFHQAFEDV
VVVMIGNLKGTEIFHLIKKGVLITAV
IVEVGRKHIIWMNHYLVSFVIVTTATL
IAYFIFYHIHRLCLARIQNRRWQRLTT
DLQNTFGQLQLRVVKEGDEEINPNG
DSCVICFERYKPNDIVRILTCKHFFH
KNCIDPWILPHGTCPICKCDILKVLGI
QVVVENGTEPLQVLMSNELPETLSP
SEEETNNEVSPAGTSDKVIHVEENP
TSQNNDIQPHSVVEDVHPSP




