endoplasmic (golgi 1 extracellular

UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol [nucleus mitochndrion . .
ID name sites sites reticulum apparatus membrane region
Q8WWL2 |SPIR2_ HUMAN |Homo Protein |24.627021 NaN S371;S440;S442;S476(37217939;39894887  MARAGSCGGAAAGAGRPEPWELSL [True False 4.078 [3.192 False False False 3.0 False
sapiens spire EEVLKAYEQPLNEEQAWAVCFQGC
homolog RGLRGSPGRRLRDTGDLLLRGDGSV
2 GAREPEAAEPATMVVPLASSEAQTV

QSLGFAIYRALDWGLDESEERELSP
QLERLIDLMANNDSEDSGCGAADE
GYGGPEEEEEAEGVPRSVRTFAQAM
RLCAARLTDPRGAQAHYQAVCRALF
VETLELRAFLARVREAKEMLQKLRE
DEPHLETPRAELDSLGHTDWARLW
VQLMRELRRGVKLKKVQEQEFNPLP
TEFQLTPFEMLMQDIRARNYKLRKV
MVDGDIPPRVKKDAHELILDFIRSRP
PLKQVSERRLRPLPPKQRSLHEKILE
EIKQERRLRPVRGEGWAARGFGSLP
CILNACSGDAKSTSCINLSVTDAGGS
AQRPRPRVLLKAPTLAEMEEMNTSE
EEESPCGEVTLKRDRSFSEHDLAQL
RSEVASGLQSATHPPGGTEPPRPRA
GSAHVWRPGSRDQGTCPASVSDPS
HPLLSNRGSSGDRPEASMTPDAKHL
'WLEFSHPVESLALTVEEVMDVRRVL
VKAEMEKFLQNKELFSSLKKGKICC
CCRAKFPLFSWPPSCLFCKRAVCTS
CSIKMKMPSKKFGHIPVYTLGFESP
QRVSAAKTAPIQRRDIFQSLQGPQW
QSVEEAFPHIYSHGCVLKDVCSECT
SFVADVVRSSRKSVDVLNTTPRRSR
QTQSLYIPNTRTLDFK




