UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8WWL7 |CCNB3_HUMAN Homo G2/mitotic-|18.379595 NaN NaN 30379171 MLLPLPPQSSKPVPKKSQSSKIVPSH [None None None |None None None None None None
sapiens |specific HDPSEKTGENCQTKISPSSLQESPSS
cyclin-B3 LQGALKKRSAFEDLTNASQCQPVQP

KKEANKEFVKVVSKKINRNTHALGL
IAKKNKRNLKWHKLEVTPVVASTTVV
PNIMEKPLILDISTTSKTPNTEEASLF
RKPLVLKEEPTIEDETLINKSLSLKKC
SNHEEVSLLEKLQPLQEESDSDDAF
VIEPMTFKKTHKTEEAAITKKTLSLK
KKMCASQRKQSCQEESLAVQDVNM
EEDSFFMESMSFKKKPKTEESIPTH
KLSSLKKKCTTYGKICHFRKPPVLQT
TICGAMSSIKKPTTEKETLFQELSVL
QEKHTTEHEMSILKKSLALQKTNFK
EDSLVKESLAFKKKPSTEEAIMMPVI
LKEQCMTEGKRSRLKPLVLQEITSG
EKSLIMKPLSIKEKPSTEKESFSQEP
SALQKKHTTQEEVSILKEPSSLLKSP
TEESPFDEALAFTKKCTIEEAPPTKK
PLILKRKHATQGTMSHLKKPLILQTT
SGEKSLIKEPLPFKEEKVSLKKKCTT
QEMMSICPELLDFQDMIGEDKNSFF
MEPMSFRKNPTTEETVLTKTSLSLQ
EKKITQGKMSHLKKPLVLQKITSEEE
SFYKKLLPFKMKSTTEEKFLSQEPSA
LKEKHTTLQEVSLSKESLAIQEKATT
EEEFSQELFSLHVKHTNKSGSLFQE
IALVLQEKTDAEEDSLKNLLALQEKS
TMEEESLINKLLALKEELSAEAATNI
QTQLSLKKKSTSHGKVFFLKKQLAL
NETINEEEFLNKQPLALEGYPSIAEG
ETLFKKLLAMQEEPSIEKEAVLKEPT
IDTEAHFKEPLALQEEPSTEKEAVLK
EPSVDTEAHFKETLALQEKPSIEQEA
LFKRHSALWEKPSTEKETIFKESLDL
QEKPSIKKETLLKKPLALKMSTINEA
VLFEDMIALNEKPTTGKELSFKEPLA
LQESPTYKEDTFLKTLLVPQVGTSPN
IVSSTAPESITSKSSIATMTSVGKSGTI
NEAFLFEDMITLNEKPTTGKELSFK
EPLALQESPTCKEDTFLETFLIPQIGT
SPYVFSTTPESITEKSSIATMTSVGKS
RTTTESSACESASDKPVSPQAKGTPK
EITPREDIDEDSSDPSFNPMYAKEIF
SYMKEREEQFILTDYMNRQIEITSD
MRAILVDWLVEVQVSFEMTHETLYL
IAVKLVDLYLMKAVCKKDKLQLLGAT
AFMIAAKFEEHNSPRVDDFVYICDD
NYQRSEVLSMEINILNVLKCDINIPIA
[YHFLRRYARCIHTNMKTLTLSRYICE
MTLQEYHYVQEKASKLAAASLLLAL
YMKKLGYWVPFLEHYSGYSISELHP
LVRQLNKLLTFSSYDSLKAVYYKYSH
PVFFEVAKIPALDMLKLEEILNCDCE
IAQGLVL




