UniprotKB Entry name organism full oglcnacscore o.glcnac p'h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID name sites sites reticulum apparatus membrane [region
Q8WWR8 |[NEUR4_HUMAN Homo Sialidase- [26.75988 NaN NaN 29485866 [MGVPRTPSRTVLFERERTGLTYRVPS [True True 2.341 [2.159 5.0 5.0 1.452 3.798 1.576

sapiens 4 LLPVPPGPTLLAFVEQRLSPDDSHAH

RLVLRRGTLAGGSVRWGALHVLGTA
IALAEHRSMNPCPVHDAGTGTVFLFF
IAVLGHTPEAVQIATGRNAARLCCVA
SRDAGLSWGSARDLTEEAIGGAVQD
WATFAVGPGHGVQLPSGRLLVPAYT
IYRVDRRECFGKICRTSPHSFAFYSDD
HGRTWRCGGLVPNLRSGECQLAAV
DGGQAGSFLYCNARSPLGSRVQALS
TDEGTSFLPAERVASLPETAWGCQG
SIVGFPAPAPNRPRDDSWSVGPGSP
LQPPLLGPGVHEPPEEAAVDPRGGQ
IVPGGPFSRLQPRGDGPRQPGPRPGV
SGDVGSWTLALPMPFAAPPQSPTWL
LYSHPVGRRARLHMGIRLSQSPLDP
RSWTEPWVIYEGPSGYSDLASIGPAP
EGGLVFACLYESGARTSYDEISFCTF
SLREVLENVPASPKPPNLGDKPRGC

CWPS




