UniprotKB Entry name organism full oglcnacscore ogjlcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus imitochndrion enc.loplasmlc golgi plasma extl"acellular
1D name sites sites reticulum apparatus membrane region
Q8WWY6 |MB3L1 HUMAN [Homo Methyl- [28.275761 NaN NaN 39894887 MAKSSQRKQRDCVNQCKSKPGLST (True False 2.101 |4.256 |0.547 False False 1.783 0.844
sapiens |CpG- SIPLRMSSYTFKRPVTRITPHPGNEV

binding RYHQWEESLEKPQQVCWQRRLQGL

domain QAYSSAGELSSTLDLANTLQKLVPSY

protein TGGSLLEDLASGLEHSCPMPHLACS

3-like 1 SDAVEIIPAEGVGISQLLCKQFLVTEE

DIRKQEGKVKTVRERLAIALIADGLA
NEAEKVRDQEGRPEKR




