UniprotKB Entry name organism full oglcnacscore o-glcnac phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion enqoplasmlc golgi pli
ID name sites reticulum |apparatus jm¢
Q8WXD9 |CSKI1_HUMAN [Homo Caskin-[29.815477 T1143;S1145(T253;S358;5423;5432;5633;S646;S |28411811;28657654;29351928 MGKEQELVQAVKAEDVGTAQRLLQ (None None None [None |None None None Nc

sapiens

1

719;S724;T737;S787;5S889;5891;S9
87;T1065;51067;S1257;T1266;S136
4

RPRPGKAKLLGSTKKINVNFQDPDG
FSALHHAALNGNTELISLLLEAQAAV
DIKDNKGMRPLHYAAWQGRKEPMK
LVLKAGSAVNIPSDEGHIPLHLAAQH
GHYDVSEMLLQHQSNPCMVDNSG
KTPLDLACEFGRVGVVQLLLSSNMC
AALLEPRPGDATDPNGTSPLHLAAK
NGHIDIIRLLLQAGIDINRQTKSGTAL
HEAALCGKTEVVRLLLDSGINAHVR
NTYSQTALDIVHQFTTSQASREIKQL
LREASAALQVRATKDYCNNYDLTSL
NVKAGDIITVLEQHPDGRWKGCIHD
NRTGNDRVGYFPSSLGEAIVKRAGS
RAGTEPSLPQGSSSSGPSAPPEEIWV
LRKPFAGGDRSGSISGMAGGRGSGG
HALHAGSEGVKLLATVLSQKSVSES
GPGDSPAKPPEGSAGVARSQPPVAH
AGQVYGEQPPKKLEPASEGKSSEAV
SQWLTAFQLQLYAPNFISAGYDLPTI
SRMTPEDLTAIGVTKPGHRKKIAAEI
SGLSIPDWLPEHKPANLAVWLSMIG
LAQYYKVLVDNGYENIDFITDITWED
LQEIGITKLGHQKKLMLAVRKLAEL
QKAEYAKYEGGPLRRKAPQSLEVMA
IESPPPPEPTPADCQSPKMTTFQDSE
LSDELQAAMTGPAEVGPTTEKPSSH
LPPTPRATTRQDSSLGGRARHMSSS
QELLGDGPPGPSSPMSRSQEYLLDE
GPAPGTPPREARPGRHGHSIKRASV
PPVPGKPRQVLPPGTSHFTPPQTPTK
TRPGSPQALGGPHGPAPATAKVKPT
PQLLPPTERPMSPRSLPQSPTHRGF
AYVLPQPVEGEVGPAAPGPAPPPVPT
AVPTLCLPPEADAEPGRPKKRAHSL
NRYAASDSEPERDELLVPAAAGPYAT
'VQRRVGRSHSVRAPAGADKNVNRS
QSFAVRPRKKGPPPPPPKRSSSALAS
ANLADEPVPDAEPEDGLLGVRAQCR
RASDLAGSVDTGSAGSVKSIAAMLE
LSSIGGGGRAARRPPEGHPTPRPASP
EPGRVATVLASVKHKEAIGPGGEVV
NRRRTLSGPVTGLLATARRGPGESA
DPGPFVEDGTGRQRPRGPSKGEAGV
EGPPLAKVEASATLKRRIRAKQNQQ
ENVKFILTESDTVKRRPKAKEREAGP
EPPPPLSVYHNGTGTVRRRPASEQA
GPPELPPPPPPAEPPPTDLAHLPPLP
PPEGEARKPAKPPVSPKPVLTQPVPK
LQGSPTPTSKKVPLPGPGSPEVKRAH
GTPPPVSPKPPPPPTAPKPVKAVAGL
PSGSAGPSPAPSPARQPPAALAKPPG
TPPSLGASPAKPPSPGAPALHVPAKP
PRAAAAAAAAAAAPPAPPEGASPGDS
ARQKLEETSACLAAALQAVEEKIRQE
DAQGPRDSAAEKSTGSILDDIGSMF
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